
SEQUENCE LISTING 



<110> KAWAOKA, Akiyoshi 
EBINUMA, Hiroyasu 

<120> TRANSCRIPTION FACTOR CONTROLLING PHENYLPRO P ANO I D 
BIOSYNTHESIS PATHWAY 

<130> 4859-0027-0 

<140> 09/282,146 
<141> 1999-03-31 

<150> JP 10-125171 
<151> 1998-03-31 

<166| 13 

<17p j f Patent In Ver. 2.1 

<21C3| 1 
<2iy> 988 
<21Z> DNA 

<213> Nicotiana tabacutn 

; :i 
•S si- 

<22ffi> 

<22tt> CDS 

<22;|> (100) . . (702) 

<2^6> 

<221> misc_f eature 
<222> (127) . . (282) 
<223> LIM domain 

<220> 

<221> mi sc__f eature 
<222> (427) . . (582) 
<223> LIM domain 

<400> 1 

gaattcgcgg ccgttccaaa aaccaagtgc taacacaaag aaagggaaag agccacaaag 60 

accatttttg ttttctgtaa aacttgctcg tatatagcc atg get ttt gca gga 114 

Met Ala Phe Ala Gly 
1 5 

acc aca cag aaa tgc atg gca tgt gac aag act gtc tat ctg gtt gac 162 
Thr Thr Gin Lys Cys Met Ala Cys Asp Lys Thr Val Tyr Leu Val Asp 
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10 15 20 

aaa tta act gca gat aac aga ate tat cac aaa get tgt ttc aga tgc 210 
Lys Leu Thr Ala Asp Asn Arg lie Tyr His Lys Ala Cys Phe Arg Cys 
25 30 35 

cat cac tgc aag ggc act gtc aag ctt ggc aac tac aat tec ttt gag 258 
His His Cys Lys Gly Thr Val Lys Leu Gly Asn Tyr Asn Ser Phe Glu 
40 45 50 

gga gtt eta tac tgt aga cca cac ttt gat cag etc ttc aaa caa act 3 06 
Gly Val Leu Tyr Cys Arg Pro His Phe Asp Gin Leu Phe Lys Gin Thr 
55 60 65 

ggc agt ttg gat aaa age ttt gaa ggt aca cca aaa aat gtg aag cca 354 
Gly Ser Leu Asp Lys Ser Phe Glu Gly Thr Pro Lys Asn Val Lys Pro 
70 75 80 85 

cag a^fe ccc att gac agt gag aaa cca cag gta gec aaa gtg aca age 402 
Gin Ljls Pro lie Asp Ser Glu Lys Pro Gin Val Ala Lys Val Thr Ser 

^3 90 95 100 

r li 

atg gttSt ggt gga aca aga gag aaa tgt ttt ggc tgc aag aaa act gtc 450 
Met Pjge Gly Gly Thr Arg Glu Lys Cys Phe Gly Cys Lys Lys Thr Val 
m 105 110 115 

tac qea aca gaa aag gta tea gee aat ggc acg cca tac cat aag age 498 
Tyr p!;Ep Thr Glu Lys Val Ser Ala Asn Gly Thr Pro Tyr His Lys Ser 
120 125 130 

tgc tjfeb caa tgc age cac gga ggc tgt gta at a age cct tec aac tat 546 
Cys PMe Gin Cys Ser His Gly Gly Cys Val lie Ser Pro Ser Asn Tyr 
135 140 145 

ace gca cat gag ggg cgc tta tat tgt aaa cat cac cat att caa ctt 594 
Thr Ala His Glu Gly Arg Leu Tyr Cys Lys His His His lie Gin Leu 
150 155 160 165 

ate aag gag aag ggc aac tta age aag ctt gag ggt gac cat gaa atg 642 
lie Lys Glu Lys Gly Asn Leu Ser Lys Leu Glu Gly Asp His Glu Met 

170 175 180 

aat tec acg aca aca aca gga gtt act gca gag tea tac aca gee gac 690 
Asn Ser Thr .Thr Thr Thr Gly Val Thr Ala Glu Ser Tyr Thr Ala Asp 
185 190 195 

caa gtt gat tga tccttatctt taccgcgatc atgtattacg tatctgetgt 742 
Gin Val Asp 
200 
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Y 

tagttgtaag aatcgaaggc gttcagcagc ttccatgaat gcacttgcct tgccccagcg 802 

tatgttttac tctaatctag cttcaattaa tttgatgttg aactatatat tgtctagctt 862 

ttgtgtgtag atttttgacc tttgtttgct tgtgcttcac ttgtattatg tgaatgttga 922 

atgagattga atataacatg gttttgctgt cccagtgcat gcaaatcttt gagcggccgc 982 

gaattc 988 



<210> 2 
<211> 200 
<212> PRT 

<213> Nicotiana tabacum 
<400> 2 



MetrfQa 


Phe Ala Gly Thr 


Thr 


Gin 


Lys 


Cys 


Met 


Ala 


Cys 


Asp 




Thr 






5 










10 










15 




val^^ryr 


Leu 


Val Asp 


Lys 


Leu 


Thr 


Ala 


Asp 


Asn 


Arg 




xyr 


flXS 


Lys 






20 








25 










30 






Ala* Stays 


Phe 


Arg Cys 


His 


His 


Cys 


Lys 


Gly 


Thr 


Val 


Lys 


Leu 


Gly 


Asn 


Tyi^Asn 


35 








40 










45 








Ser 


Phe Glu Gly Val 


Leu 


Tyr 


Cys 


Arg 


Pro 


His 


Phe 


Asp 


Gin 


ru 50 








55 










60 










Le\iLPhe 


Lys 


Gin Thr Gly 


Ser 


Leu Asp 


Lys 


Ser 


Phe 


Glu 


Gly 


Thr 


Pro 








70 










75 










80 


Ly§2 Asn 


Val 


Lys Pro 


Gin 


Lys 


Pro 


He 


Asp 


Ser 


Glu 


Lys 


Pro 


Gin 


Val 






85 










90 










95 




AlfQ Lys 


Val 


Thr Ser 


Met 


Phe 


Gly Gly Thr 


Arg 


Glu 


Lys 


Cys 


Phe 


Gly 






100 








105 










110 






Cys Lys 


Lys 
115 


Thr Val 


Tyr 


Pro 


Thr 
120 


Glu 


Lys 


Val 


Ser 


Ala 
125 


Asn 


Gly 


Thr 


Pro Tyr 


His 


Lys Ser 


Cys 


Phe 


Gin 


Cys 


Ser 


His 


Gly 


Gly 


Cys 


Val 


He 


130 








135 










140 










Ser Pro 


Ser Asn Tyr 


Thr 


Ala 


His 


Glu Gly 


Arg 


Leu 


Tyr 


Cys 


Lys 


His 


145 






150 










155 










160 


His His 


He 


Gin Leu 
165 


He 


Lys 


Glu 


Lys 


Gly 
170 


Asn 


Leu 


Ser 


Lys 


Leu 
175 


Glu 


Gly Asp 


His 


Glu Met 
180 


Asn 


Ser 


Thr 


Thr 
185 


Thr 


Thr 


Gly 


Val 


Thr 
190 


Ala 


Glu 


Ser Tyr 


Thr Ala Asp 


Gin 


Val 


Asp 




















195 








200 



















<210> 3 
<211> 17 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 3 

tgccaccaaa ctcctac 17 



<210> 4 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<4 0;ft> 4 

ctceiaccaac ccccttc 17 

r j s 

<2ll> 5 
<2ljjp> 17 
<2M> DNA 

<2l3f> Artificial Sequence 
<22|> 

<22J> Description of Artificial Sequence: Synthetic DNA 
<4Q§> 5 

ctfefcaccaac ccccatc 17 



<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 6 

ctccaacaaa ccccttc 17 



<210> 7 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 7 

tctcaacaac tcctcct 17 



<210> 8 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 8 

tgccaactga cccgtag 17 



<2iq;> 9 

<21^j> 17 

<21&> DNA 

<2li^> Artificial Sequence 



<223> Description of Artificial Sequence : Synthetic DNA 
<4#> 9 

acc'gaactaa ccccggc 17 



<2Ib> 10 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 10 

atccaacaaa taacaca 17 



<210> 11 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 





<223> Description of Artificial Sequence : Synthetic DNA 



<400> 11 

caccacttga gtacaaa 



17 



<210> 12 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 12 

ccaacaaacc cc 12 



<213)> 13 
<2ll> 12 
<2ll> DNA 

<2i^> Artificial Sequence 



<22p> 

<2^|> Description of Artificial Sequence : Synthetic DNA 



<4@#> 13 
ccfppttgagt ac 



12 
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